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Freeze-dried leaves o f  C. quinoa infected with VLBR and 
V L G  isolate were used as positive controls. 

A l l  plants o f  C. quinoa inoculated with VLBR and V L G  
isolates were positive in ELISA yielding A 4 0 5  values over 1.8 
and showing symptoms o f  mottling and leaf deformation. 
The virus was not detected in control plants o f  C. quinoa. 
Germination o f  the seed infected with VLBR and VLG isolates 
was 76% and 75 %, respectively, whereas germination o f  the 
healthy control seed was 91%. Some seedlings revealed faint 
symptoms o f  leaf mosaic, which were more pronounced with 
ageing o f  the plants. Results on the virus transmission b y  
seed are summarised in the table. 

RBDV isolate VLBR VLG 

No. of seedlings tested 7 6  7 5  

No. (%) of seedlings infected 2 8  ( 3 7 % )  5 1  ( 6 8 % )  

A4 0 5, healthy control4 0 0 4 8  ± 0 . 0 1 0  0 0 4 8  ± 0 . 0 1 0  

Aw5, RBDV-positive control" 0 . 5 7 2  ± 0 0 8 1  0 2 7 3  ± 0 0 7 0  

A4()5, infectcd seedlings' 0 1 8 3  ± 0 . 1 0 0  0 . 1 9 6  ± 0 1 0 2  

'The data represent mean ± 3SD. 

Transmission of RBDV in plants o f  the family Rosaceae 
by seed was discovered by Cadman (7) who found that 30 -
40% o f  the seedlings from RBDV-infected Lloyd George 

raspberry were infected. Barnett and Murant (5) confirmed 
that RBDV was transmitted by seed and identified the virus 
serologically in 26% of  progeny seedlings from raspberry 
infected with D200 isolate belonging to the common strain 
o f  RBDV. Jones et al. (9) demonstrated 14% RBDV 
transmission by seed o f  R. idaeus, R. sachalinensis and 
R. vulgatus buschii. Seed transmission o f  RB isolate o f  
RBDV by seed was demonstrated by Barbara et al. (10) with 
seed of  cv. Carnival imported from USSR. In contrast to the 
results with raspberry, infected Fragaria vesca plants yielded 
only 2 infected seedlings out o f  64 tested (77). 

Barnett and Murant (8) transmitted RBDV by inoculation 
of  sap to 55 species o f  12 families o f  flowering plants and 
infected most o f  them symptomlessly. RBDV caused 

systemic symptoms in some species o f  Amaranthaceae, 
Chenopodiaceae and Cucurbitaceae, but seed transmission 
of  the virus was not tested, although some of  those species 
are currently used as assay hosts for viruses infecting small 
fruits and fruit trees. 

According to our best knowledge, the only experiment 
with RBDV transmission by seed o f  C. quinoa, a non-
rosaceous host, was conducted by Murant et al. (77). They 
found no infection in 100 seedlings from seed set by RBDV-
infected plants. The high percentage transmission of  two 
isolates o f  RBDV in our experiments supported by ELISA 
data clearly demonstrated a poss ib i l i ty  o f  R B D V  
transmission by seed of  C. quinoa, a non-rosaceous host. 
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ERRATUM 

The title o f  the article b y  M. Chen, M.Y. Fan, D.Z. Bi, J.Z. Zhang and X.R. Chen that appeared in  Acta virologica 
42  (No. 2), 91-93 (1998) should read „SEQUENCE ANALYSIS OF A FRAGMENT OF rOmpA GENE OF 
SEVERAL ISOLATES OF SPOTTED FEVER GROUP RICKETTSIAE FROM CHINA". 


